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<210> 1 

<211> 735 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (1) . . (735) 

<400> 1 

atg ctg ttg ctg gga get gtt eta ctg eta tta get ctg ccc ggt cat 

Met Leu Leu Leu Gly Ala Val Leu Leu Leu Leu Ala Leu Pro Gly His 

15 10 15 



gac cag gaa acc acg act caa ggg ccc gga gtc ctg ctt ccc ctg ccc 
Asp Gin Glu Thr Thr Thr Gin Gly Pro Gly Val Leu Leu Pro Leu Pro 
20 25 30 

aag ggg gec tgc aca ggt tgg atg gcg ggc ate cca ggg cat ccg ggc 
Lys Gly Ala Cys Thr Gly Trp Met Ala Gly lie Pro Gly His Pro Gly 
35 40 4 5 

cat aat ggg gec cca ggc cgt gat ggc aga gat ggc acc cct ggt gag 



1 



. His Asn Gly 
50 

aag ggt gag 
Lys Gly Glu 
65 

ggt gaa acc 
Gly Glu Thr 



ate caa ggc 
He Gin Gly 



tea gca ttc 
Ser Ala Phe 
115 

ccc att cgc 
Pro He Arg 
130 

ggc tec act 
Gly Ser Thr 
145 

gee tac cac 
Ala Tyr His 



aag aag gac 
Lys Lys Asp 



aat gtg gac 
Asn Val Asp 
195 

gac caa gtc 
Asp Gin Val 
210 

tat get gat 
Tyr Ala Asp 
225 

cat gac acc 
His Asp Thr 



Ala Pro Gly 



aaa gga gat 
Lys Gly Asp 
7 0 

gga gta ccc 
Gly Val Pro 
85 

agg aaa gga 
Arg Lys Gly 
100 

agt gtg gga 
Ser Val Gly 



ttt acc aag 
Phe Thr Lys 



ggt aaa ttc 
Gly Lys Phe 
150 

ate aca gtc 
He Thr Val 
165 

aag get atg 
Lys Ala Met 
180 

cag gee tec 
Gin Ala Ser 



tgg etc cag 
Trp Leu Gin 



aat gac aat 
Asn Asp Asn 
230 

aac tga 
Asn 



Arg Asp Gly 
55 

cca ggt ctt 
Pro Gly Leu 



ggg get gaa 
Gly Ala Glu 



gaa cct gga 
Glu Pro Gly 
105 

ttg gag act 
Leu Glu Thr 
120 

ate ttc tac 
He Phe Tyr 
135 

cac tgc aac 
His Cys Asn 



tat atg aag 
Tyr Met Lys 



etc ttc acc 
Leu Phe Thr 
185 

ggc tct gtg 
Gly Ser Val 
200 

gtg tat ggg 
Val Tyr Gly 
215 

gac tec acc 
Asp Ser Thr 



Arg Asp Gly 
60 

att ggt cct 
He Gly Pro 
75 

ggt ccc cga 
Gly Pro Arg 
90 

gaa ggt gee 
Glu Gly Ala 



tac gtt act 
Tyr Val Thr 



aat cag caa 
Asn Gin Gin 
140 

att cct ggg 
He Pro Gly 
155 

gat gtg aag 
Asp Val Lys 
170 

tat gat cag 
Tyr Asp Gin 



etc ctg cat 
Leu Leu His 



gaa gga gag 
Glu Gly Glu 
220 

ttc aca ggc 
Phe Thr Gly 
235 



Thr Pro Gly 



aag gga gac 
Lys Gly Asp 



ggc ttt ccg 
Gly Phe Pro 
95 

tat gta tac 
Tyr Val Tyr 
110 

ate ccc aac 
He Pro Asn 
125 

aac cac tat 
Asn His Tyr 



ctg tac tac 
Leu Tyr Tyr 



gtc age etc 
Val Ser Leu 
175 

tac cag gaa 
Tyr Gin Glu 
190 

ctg gag gtg 
Leu Glu Val 
205 

cgt aat gga 
Arg Asn Gly 



ttt ctt etc 
Phe Leu Leu 



Glu 



ate 240 

He 

80 

gga 288 
Gly 



cgc 336 
Arg 



atg 384 
Met 



gat 432 
Asp 



ttt 480 

Phe 

160 

ttc 528 
Phe 



aat 576 
Asn 



ggc 624 
Gly 



etc 672 
Leu 



tac 720 

Tyr 

240 

735 
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<210> 2 

<211> 244 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Leu Leu Leu Gly Ala Val Leu Leu Leu Leu Ala Leu Pro Gly His 
1 5 10 15 



Asp Gin Glu Thr Thr Thr Gin Gly Pro Gly Val Leu Leu Pro Leu Pro 
20 25 30 



Lys Gly Ala Cys Thr Gly Trp Met Ala Gly lie Pro Gly His Pro Gly 
35 40 45 



His Asn Gly Ala Pro Gly Arg Asp Gly Arg Asp Gly Thr Pro Gly Glu 
50 55 60 



Lys Gly Glu Lys Gly Asp Pro Gly Leu lie Gly Pro Lys Gly Asp lie 
65 ' 70 75 80 



Gly Glu Thr Gly Val Pro Gly Ala Glu Gly Pro Arg Gly Phe Pro Gly 

85 90 95 



lie Gin Gly Arg Lys Gly Glu Pro Gly Glu Gly Ala Tyr Val Tyr Arg 
100 105 110 



Ser Ala Phe Ser Val Gly Leu Glu Thr Tyr Val Thr lie Pro Asn Met 
115 120 125 



Pro lie Arg Phe Thr Lys lie Phe Tyr Asn Gin Gin Asn His Tyr Asp 
130 135 140 



Gly Ser Thr Gly Lys Phe His Cys Asn lie Pro Gly Leu Tyr Tyr Phe 
145 150 155 160 



Ala Tyr His lie Thr Val Tyr Met Lys Asp Val Lys Val Ser Leu Phe 

165 170 " 175 



3 



Lys Lys Asp Lys Ala Met Leu Phe Thr Tyr Asp Gin Tyr Gin Glu Asn 
180 185 190 



Asn Val Asp Gin Ala Ser Gly Ser Val Leu Leu His Leu Glu Val Gly 
195 200 205 



Asp Gin Val Trp Leu Gin Val Tyr Gly Glu Gly Glu Arg Asn Gly Leu 
210 215 220 



Tyr Ala Asp Asn Asp Asn Asp Ser Thr Phe Thr Gly Phe Leu Leu Tyr 
225 230 235 " 240 



His Asp Thr Asn 



<210> 3 

<211> 1276 

<212> DNA 

<213> Mus musculus 



<220> 

<221> CDS 

<222> (46) . . (789) 

<400> 3 

ctctaaagat tgtcagtgga tctgacgaca ccaaaagggc tcagg atg eta ctg ttg 57 

Met Leu Leu Leu 
1 

caa get etc ctg ttc etc tta ate ctg ccc agt cat gee gaa gat gac 105 
Gin Ala Leu Leu Phe Leu Leu lie Leu Pro Ser His Ala Glu Asp Asp 
5 10 15 20 

gtt act aca act gaa gag eta get cct get ttg gtc cct cca ccc aag 153 
Val Thr Thr Thr Glu Glu Leu Ala Pro Ala Leu Val Pro Pro Pro Lys 

25 30 35 

gga act tgt gca ggt tgg atg gca ggc ate cca gga cat cct ggc cac 201 
Gly Thr Cys Ala Gly Trp Met Ala Gly lie Pro Gly His Pro Gly His 
40 45 50 

aat ggc aca cca ggc cgt gat ggc aga gat ggc act cct gga gag aag 24 9 

Asn Gly Thr Pro Gly Arg Asp Gly Arg Asp Gly Thr Pro Gly Glu Lys 
55 60 65 



4 



gga gag aaa gga gat gca ggt ctt ctt ggt cct aag ggt gag aca gga 
Gly Glu Lys Gly Asp Ala Gly Leu Leu Gly Pro Lys Gly Glu Thr Gly 
70 75 80 



297 



gat gtt gga atg aca gga get gaa ggg cca egg ggc ttc ccc gga acc 345 
Asp Val Gly Met Thr Gly Ala Glu Gly Pro Arg Gly Phe Pro Gly Thr 
85 90 95 100 

cct ggc agg aaa gga gag cct gga gaa gec get tat atg tat cgc tea 393 
Pro Gly Arg Lys Gly Glu Pro Gly Glu Ala Ala Tyr Met Tyr Arg Ser 

105 110 115 

gcg ttc agt gtg ggg ctg gag acc cgc gtc act gtt ccc aat gta ccc 441 
Ala Phe Ser Val Gly Leu Glu Thr Arg Val Thr Val Pro Asn Val Pro 
120 125 130 

att cgc ttt act aag ate ttc tac aac caa cag aat cat tat gac ggc 489 
lie Arg Phe Thr Lys lie Phe Tyr Asn Gin Gin Asn His Tyr Asp Gly 
135 140 145 

age act ggc aag ttc tac tgc aac att ccg gga etc tac tac ttc tct 537 
Ser Thr Gly Lys Phe Tyr Cys Asn lie Pro Gly Leu Tyr Tyr Phe Ser 
150 155 160 

tac cac ate acg gtg tac atg aaa gat gtg aag gtg age etc ttc aag 585 
Tyr His lie Thr Val Tyr Met Lys Asp Val Lys Val Ser Leu Phe Lys . 
165 170 175 180 

aag gac aag gee gtt etc ttc acc tac gac cag tat cag gaa aag aat 633 
Lys Asp Lys Ala Val Leu Phe Thr Tyr Asp Gin Tyr Gin Glu Lys Asn 

185 190 195 

gtg gac cag gee tct ggc tct gtg etc etc cat ctg gag gtg gga gac 681 
Val Asp Gin Ala Ser Gly Ser Val Leu Leu His Leu Glu Val Gly Asp 
200 205 210 

caa gtc tgg etc cag gtg tat ggg gat ggg gac cac aat gga etc tat 729 
Gin Val Trp Leu Gin Val Tyr Gly Asp Gly Asp His Asn Gly Leu Tyr 
215 220 225 

gca gat aac gtc aac gac tct aca ttt act ggc ttt ctt etc tac cat 777 
Ala Asp Asn Val Asn Asp Ser Thr Phe Thr Gly Phe Leu Leu Tyr His 
230 235 240 



gat acc aac tga ctgcaactac ccatagccca tacaccagga gaatcatgga 829 

Asp Thr Asn 

245 

acagtcgaca cactttcagc ttagtttgag agattgattt tattgettag tttgagagtc 889 



5 



v ctgagtatta 


tccacacgtg 


t actcacttg 


ttcattaaac 


gactttataa 


aaaataattt 


y 4 y 


gtgttcctag 


t ccagaaaaa 


aaggcactcc 


ctggtctcca 


cgactcttac 


atggtagcaa 


i r\ r\ r\ 


taacagaatg 


aaaatcacat 


t tggt atggg 


ggcttcacaa 


tattcgcatg 


actgt ctgga 


i n tz c\ 

I o by 


agtagaccat 


gctatttttc 


t gctcactgt 


acacaaatat 


tgttcacata 


aaccctataa 


lion 

iiz y 


tgtaaatatg 


aaatacagtg 


attactcttc 


tcacaggctg 


agtgtatgaa 


tgtctaaaga 


1189 


cccataagta 


ttaaagtggt 


agggataaat 


tggaaaaaaa 


aaaaaaaaaa 


aagaaaaact 


1249 


ttagagcaca 


ctggcggccg 


ttactag 








1276 



<210> 4 

<211> 247 

<212> PRT 

<213> Mus musculus 

<400> 4 

Met Leu Leu Leu Gin Ala Leu Leu Phe Leu Leu lie Leu Pro Ser His 
15 10 15 



Ala Glu Asp Asp Val Thr Thr Thr Glu Glu Leu Ala Pro Ala Leu Val 
20 25 30 



Pro Pro Pro Lys Gly Thr Cys Ala Gly Trp Met Ala Gly lie Pro Gly 
35 40 45 



His Pro Gly His Asn Gly Thr Pro Gly Arg Asp Gly Arg Asp Gly Thr 
50 55 60 



Pro Gly Glu Lys Gly Glu Lys Gly Asp Ala Gly Leu Leu Gly Pro Lys 
65 " ' 70 " 75 80 



Gly Glu Thr Gly Asp Val Gly Met Thr Gly Ala Glu Gly Pro Arg Gly 

85 90 95 



Phe Pro Gly Thr Pro Gly Arg Lys Gly Glu Pro Gly Glu Ala Ala Tyr 
100 105 110 



Met Tyr Arg 



Ser Ala Phe Ser Val Gly Leu Glu 

6 



Thr Arg Val Thr Val 



115 120 125 



Pro Asn Val Pro lie Arg Phe Thr Lys lie Phe Tyr Asn Gin Gin Asn 
130 135 140 



His Tyr Asp Gly Ser Thr Gly Lys Phe Tyr Cys Asn lie Pro Gly Leu 
145 150 ' 155 160 



Tyr Tyr Phe Ser Tyr His lie Thr Val Tyr Met Lys Asp Val Lys Val 

165 170 175 



Ser Leu Phe Lys Lys Asp Lys Ala Val Leu Phe Thr Tyr Asp Gin Tyr 
180 185 190 



Gin Glu Lys Asn Val Asp Gin Ala Ser Gly Ser Val Leu Leu His Leu 
195 200 205 



Glu Val Gly Asp Gin Val Trp Leu Gin Val Tyr Gly Asp Gly Asp His 
210 215 220 



Asn Gly Leu Tyr Ala Asp Asn Val Asn Asp Ser Thr Phe Thr Gly Phe 
225 230 235 240 



Leu Leu Tyr His Asp Thr Asn 

245 
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